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1 Affymetrix GeneChip Clariom™ D Array_wt-pico - gﬁ 20,000 | 30, 000
2 Affymetrix Genome Wide CytoScan 750K * ;Z*@ 12,000 18, 000
3 Affymetrix Genome Wide CytoScan HD =R 20,000 (27,000
| AFs R p &g
4 Affymetrix GeneChip miRNA4. 0 Array . ;Zfﬁ 21,000 | 22, 000
5 Affynetrix Genome Wide OncoScan N ;i*@ 23,000 | 32, 000
6 Affymetrix GeneChip Clariom™ D microarray - ;?ﬁ 20,000 | 25, 000
| 7] TR EPR(EE B K44 a4 | 340 | 400
| 8 | ABI QuantStudio System Custom TagMan Gene Expression Array Cards &4 | 27,000 32, 400
9 | PCR#7%:  |QuantStudio 3D Digital PCR N ;i*@ 800 | 800
10 Agilent 2100/ & % A2 ¥ & 47 ik - g*ﬁ 170 210
11 Pk R R * 'gf 200 | 280
— - AR — F
&
12 Prpk A R B g 50 | 130
13 lIjlljiumma Miseq #_& pRi%(Reads: 5.5-6.25 M5 Output: 3.3-3.75 Gb; 2 x 300 a 20,500 | 28, 000
E I1lumina MiSeq.t #PR7%(I11lumina MiSeq without sequence reagent)(5-| F¥) 5/ | 1,000 | 5000
| 15 | DNAA %12 % % (DNA library for Illumina Systems) i 9,000 | 9,000
| 16 | RNAA %12 % % (RNA library for Illumina Systems) iz 10,000 13,000
17 o] & FRNAZ_A (MicroRNA Sequencing) . gfﬁ 28,000 | 30, 000
E < # s #16S4 Fle T A (16S Metagenomics Sequencing) (# = 150 B samples3-{ =% 200, 000 | 240, 000
19 f AT R o ¥ 1400 | 1,600
20 DNA Agilent® ik~ 47 * g*ﬁ 300 330
21 1692 42 “;i*ﬁ 1,800 | 1,900
22 EXOME A& 71 & 4l #% - g*ﬁ 10,000 10,000
23 mRNA_KAPA - ;i*é 7,000 | 8,100
IETEET Y 2 P
24 " IRNA ribosomal depletion_KAPA * o1, 000] 12, 000
2 QIAseq miRVA Library Kit N g*‘% 13,000 | 14, 100
2 10x Single Cell 4;[;% 111, 000 | 112, 000
27 Nextera XT# #1129l % N g*‘% 3,600 | 3,800
28 TruSeq Nano DNAZ F12 #L # N ,'fffﬁ 3,900 | 4,100
E [1lumina Miseq % % FR7%(Reads: 1 M; Output: 500 Mb; 2 x 250 bp) i 19,000 | 22, 000
| 30 | I1lumina Miseq % % PR7%(Reads: 22-25 M; Output: 3.3-3.8 G; 2 x 75 bp) i 47,000 |50, 000
31 Nextera DNA Flexf ¥4 #l &% N g*‘% 3,800 | 4,000
E [1lumina S$4 Lane Run Service % & PR#%(Output: 100G 2 x 150 bp) PC | 50,000 -
| 33 | [1lumina S4 Lane Run ServiceZ_ & fR##(Qutput: 80G; 2 x 150 bp) PC | 40,000 -
| 34 | [1lumina $4 Lane Run Service % A PRi+(Output: 750G+10%; 2 x 150 bp) PC [266,000 -
| 35 | [1lumina S4 Run Service % & PR#%(Output: 3000G+10% : 2 x 150 bp) PC |1060000] -
36 I1lumina SP Run Service % & PRi+(Output: 220G+10%; 2 x 150 bp) PC |255,000 -
| 37| 4 F F g @i 247 (Customized bioinformatics analysis) & p| 1,000 | 1,500
38 RNA # #]1 2 # » #7(Analysis of RNA Quantification RNA) - Iiﬁ 2,000 | 3,800
i o TRA &g+ 2R (WES)2 4 7 (Analysis of whole exome sequencing) - Eﬁ 2,000 | 4,200
40 > A 788 2 A (WGS) 2 4 17 (Analysis of whole genome sequencing) * Iiﬁ 5,000 | 12,000
41 16S/18S % #7(Analysis of Metagenomics— 16S/18S) = R 1,500 | 2,000




